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1 <110> APPLICANT: Japan Science and Technology Corporation 

2 MORI , Satoshi 

3 NAKANISHI, Hiromi 

4 TAKAHASHI, Michiko 

5 NISHIZAWA, Naoko 

6 <120> TITLE OF INVENTION: The Manufacturing of Iron Deficient Resistant Grasses 

7 <130> FILE REFERENCE: SAE-005 

8 <140> CURRENT APPLICATION NUMBER: US/10/019 , 783 

9 <141> CURRENT FILING DATE: 2002-01-04 

10 <150> PRIOR APPLICATION NUMBER: PCT/ JP00/04425 

11 <151> PRIOR FILING DATE: 2000-07-04 

12 <150> PRIOR APPLICATION NUMBER: JP 11/190318 

13 <151> PRIOR FILING DATE: 1999-07-05 

14 <160> NUMBER OF SEQ ID NOS : 37 

15 <170> SOFTWARE: Patentln version 3.1 

17 <210> SEQ ID NO: 1 

18 <211> LENGTH: 461 

19 <212> TYPE: PRT 

2 0 <213> ORGANISM: naat A 
21 <400> SEQUENCE: 1 
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81 <210> SEQ ID NO: 2 

82 <211> LENGTH: 551 

83 <212> TYPE: PRT 

84 <213> ORGANISM: naat B 
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144 Cys Pro His Lys Pro Glu Gly Ser Met Phe Val Met Val Lys Leu Asn 

145 465 470 475 480 

146 Leu His Leu Leu Glu Glu lie Asp Asp Asp lie Asp Phe Cys Cys Lys 

147 485 490 495 

14 8 Leu Ala Lys Glu Glu Ser Val lie Leu Cys Pro Gly Ser Val Leu Gly 

149 500 505 510 

150 Met Ala Asn Trp Val Arg lie Thr Phe Ala Cys Val Pro Ser Ser Leu 

151 515 520 525 

152 Gin Asp Gly Leu Gly Arg lie Lys Ser Phe Cys Gin Arg Asn Lys Lys 

153 530 535 540 

154 Arg Asn Ser Ser Asp Asp Cys 

155 545 550 



157 <210> SEQ ID NO: 3 

158 <211> LENGTH: 10966 

159 <212> TYPE: DNA 

16 0 <213> ORGANISM: Horudeum vulgare L. var . Igri 

161 <400> SEQUENCE: 3 



162 ctcgatccca ttgcaatggt atgattagct atcaaacgaa agaaagagat ggcatgtgcc 60 

163 ctgtgtgtca tccctcactg gcttggcgaa tggcgatacc gagttaggta gagtgttttt 120 

164 ttagcatgat gtctgccggc actgccaaga aaactgcgtg cagcggactg caggagagtt 180 

165 gagcgatgca tgctttgtga tgagcggagc tgagtgggtg tcactaactg aacccaatca 240 

166 gcattgggtg agtcgagtcg agaagcatca tgcttcctgc gtcccgatcc gcttatcttt 300 

167 ttctcccaaa ttattaaaga gggatagatg atggtgtgct gggttgggta gagtacgtgc 360 

168 atagaaccaa agcgaggcgc cgaaaatatg ccggggataa tggtggcagg ccgcaacggc 420 

169 cacgcccgtc agctggcagc ggcgtgccag agcgtgccag agcgtgcgcg. cgtgcgtgct 480 

170 tcttgctgcc ggccccggtt cgtgtgcggt cagagcaacg gctatatagg accgtcaatc 540 

171 accgctactc aatccgtccc caactcgttt cctattaccg ctactagtag tattcctggt 600 

172 gtagtctagt agtactcctc ctcctccttc tcctcctacc cgtttcctca tggccaccgt 660 

173 acgccagagc gacggagtcg ccgcgaacgg ccttgccgtg gccgcagccg cgaacggcaa 720 

174 gagcaacggc catggcgtgg ctgccgccgt gaacggcaag agcaacggcc atggcgtgga 780 

175 tgccgacgcg aacggcaaga gcaacggcca tggcgtggct gccgacgcga acggcaagag 840 

176 caacggccat gccgaggcca ctgcgaacgg ccacggcgag gccactgcga acggcaagac 900 

177 caacggccac cgcgagagca acggccatgc tgaggccgcc gacgcgaacg gcgagagcaa 960 

178 cgagcatgcc gaggactccg cggcgaacgg cgagagcaac gggcatgcgg cggcggcggc 1020 

179 agaggaggag gaggcggtgg agtggaattt cgcgggtgcc aaggacggcg tgctggcggc 1080 

180 gacgggggcg aacatgagca tccgggcgat acggtacaag atcagcgcga gcgtgcagga 1140 

181 gaaggggccg cggcccgtgc tgccgctggc ccacggggac ccgtccgtgt tcccggcctt 1200 

182 ccgcacggcc gtcgaggccg aggacgccgt cgccgccgcg ctgcgcaccg gccagttcaa 1260 

183 ctgctacccc gccggcgtcg gcctccccgc cgcacgaagg taacaacaac aacaacacaa 1320 

184 gaacaatttc cttttcgcgt gtcgtgtcgc gcggcaatcc atgcatgcgc atgtgccgct 1380 

185 ttcacgtgtc cgtccgtccg tccaccgttc cttcctcctc cctacgccca tgagaaatct 1440 

186 gaccttctcc caccttatac caaacaaaac aaaaaaacac agcgccgtgg cagagcacct 1500 

187 gtcgcagggc gtgccgtaca tgctatcggc cgacgacgtc ttcctcaccg ccggcgggac 1560 

188 ccaggcgatc gaggtcataa tcccggtgct ggcccagacc .gccggcgcca acattctgct 1620 

189 ccccaggcca ggctacccaa actacgaggc gcgcgccgcg ttcaacaggc tggaggtccg 1680 

190 gcatttcgac ctcatccccg acaaggggtg ggagatcgac atcgactcgc tggaatccat 1740 

191 cgccgacaag aacaccaccg ccatggtcat cataaacccc aacaacccgt gcggcagcgt 1800 

192 ttactcctac gaccatctgt ccaaggtttc acatcctttg ccttgctgaa tatggattca 1860 

193 gttcagtgca cctgctgaat tctttttgcc aatcgcatac tgactgatgt tgctcaatta 1920 
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194 ggtcgcggag gtggcgaaaa ggctcggaat attggtgatt gctgacgagg tatacggcaa 1980 

195 gctggttctg ggcagcgccc cgttcatccc aatgggagtg tttgggcaca tcacccctgt 2040 

196 gctgtccata gggtctctgt ccaagtcatg gatagtgcct ggatggcggc ttggatgggt 2100 

197 agcggtgtac gaccccagaa agatcttaca ggaaactaag gtacttaaat ctctatatca 2160 

198 ttcttttcaa atgctactaa ggtgattaat tagtactact gtacaatata tttgctaaat 2220 

199 ttgtactgac atttttgtgg tagatctcta catcaattac gaattacctc aatgtctcga 2280 

200 cagacccagc aaccttcatt caggtcagtc tttggtattt acctcgtttc aagaaataaa 2340 

201 gtctttggta tttactcctc cttgtcctat tttgctccgg tccctatgtt gtaggcagcc 2400 

202 cacgtgcatg tcaagtgacc gttttttcac attaagtttg aaagtcaaag tcagacacat 2460 

203 acacttgtag ttattttacc tttgtttgct ttgatccgat aaaataaaaa aatacaaaaa 2520 

204 ctgaacctac tgttgaatat aaccactgtt cttacaagat atacatgatt gcactatggg 2580 

205 catgccatat tcttttgggt caagtatgca gtatgttgga acctctttta gaaaatagat 2640 

206 acattgtact atgagtatac cattttatta agaatttcat attttgatat ccttgatggt 2700 

207 attgttctct tgtgattcac acgatttact tgtggttttt tgtactatca aattgttcag 2760 

208 gcagctcttc ctcagattct tgagaacaca aaggaagatt tctttaaggc gattattggt 2820 

209 ctgctaaagg aatcatcaga gatatgctac aaacaaataa aggaaaacaa atacattaca 2880 

210 tgtcctcaca agccagaagg atcaatgttt gtcatggtaa gcctattttg tgaagtaaaa 2940 

211 aaatcttagg gagtgtcagt aatcataaac ttatttatat aggattaatc tgggaccgaa 3000 

212 atgcatccaa cataattact tcaaattcaa attcaaatta cattcttccg tacatatttt 3060 

213 tgaagatgca tgtattttaa gaataatgac gagagctaaa gttatgctac gactaatcat 3120 

214 ctggatatcc tttgtccatc tttttgttat actgtggaat gttaatggtc aaatcatatt 3180 

215 acacaaatat ccatgctagt ttctagaaag attgattatt tttctgtaac catgaactcc 3240 

216 gtattaactt ccatgtaaac aggtgaaact gaacttacat cttttggagg aaatagacga 33 00 

217 tgacattgat ttttgctgca agctcgcaaa agaagaatca gtaatcttat gcccaggtag 3360 

218 gaatccattg ttgatttttg actgtatatg aagttcttat caatttccga gatgactata 3420 

219 catataaatg attaccatat tatggtcaga aattgtataa cagtgttaga atattctgtg 3480 

220 aagacttttt taacacaata ttctgtgaag actagatatc atgtacttct ccttgttttc 3540 

221 ttgacctgat gtccttcgtc acatgttgtg ctcctcacaa aaaaatagca agcacatgtt 3600 

222 tcaaataatt gttaataata taatttagcc tttaatttat atggttctat tttgagatat 3660 

223 ttttgtagtc caacttatat atttgtgact attctcaaaa acaaaactta tatatgtgtg 3720 

224 cctctcaaat gtagggagtg ttcttggaat ggcaaactgg gtccgcatta cttttgcttg 3780 

225 tgttccatct tctcttcaag atggtctcgg aaggatcaaa tcattctgtc aaaggaacaa 3840 

226 gaagagaaat tcgagcgatg attgctagtt gtatatctga ctgaagctgt aaatcattcc 3900 

227 cagtatcccc atctatatct ttcaataaaa tggaactttt agttctctat gaatagaagt 3960 

228 caacatctcc ttgaatatgt tctggttgtt gtggcctgga cgaaacatag tgaatgttat 4020 

22 9 gttagtgaag ttacattggc gtcgaagatc tttgaagttt tttttttttt ttgggggggg 4080 

23 0 gggggggggg tgctttgata ttactcttaa gtacacgttc tctcaagtta tgtcaaagca 4140 

231 ctttgtaaac aattgtagat ttggtatcat gatatggatt aaactagtca gatacttggt 4200 

232 aagcacaaac cctacctatg ttaggctcac taaggtggcg tttggttcga gagagaggaa 4260 

233 ggatcagttg atgatatccc caatcatcga agtaaatcat gtgttgttgc taccactttt 4320 

234 ctacaatcct agtagctgca tgcgttgagc tactgatcaa caccactgca caaccatatt 4380 

235 ctctgtgcaa aatcggcacc caaagattac atctcacagc tgaagcaacc accaaatttg 4440 

236 aagagaggaa ccctcacaaa gacctttgag tgccccccac aatgcatggt taggccgccg 4500 

237 tcgcaggccg gagtggtcac catgcggacc aacaccaact ccaacggggg agcacgtcac 4560 

238 cgattactga aattccccaa acaattctta atttgtgaac aaaatttaaa aacaggaaca 4620 

239 ' atttttgaat ttgtgaacaa attttttaaa cgggtattcc tgaacatttt tcaaaattgt 4680 

240 gatcaaaatt ttaaaacgac ttctttctca aatttgagca atatttaaaa ttataaaaaa 4740 

241 gttcaacaat tttgaacttt ttaaaaatta gcgagaacat tttgaaattc taaatatttt 4800 

242 cgaatttgga acattttttc tatttctgaa caaaaattga aaatacgaac gtaatttgga 4860 



file://C:\CRF4\OUTHOLD\VsrJ019783.htm 



10/18/05 



Page 6 of 7 



VERIFICATION SUMMARY DATE: 10/18/2005 

PATENT APPLICATION: US/10/019,783 TIME: 09:28:24 

Input Set : A:\Pto_amc_.raw 

Output Set: N:\CRF4\10182005\J019783.raw 



file://C:\CRF4\OUTHOLD\VsrJ019783.htm 



10/18/05 



Raw Sequence Listing before editing 
(for reference only) 




w--> 
w--> 
c--> 
c--> 
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2 <110> 

3 

4 

5 

6 

7 <120> 

8 <130> 

9 <140> 
9 <141> 

9 <150> 

10 <151> 

11 <150> 

12 <151> 

13 <160> 

14 <170> 



Ooes Not Comply 
Corrected Diskette Need* 



APPLICANT: Japan Science and Technology Corporation 
MORI, Satoshi 
NAKANISHI , Hirorai 
TAKAHASHI, Michiko 
NISHIZAWA, NaokO 

TITLE OF INVENTION: The Manufacturing of Iron Deficient Resistant Grasses 
FILE REFERENCE: SAE-005 

CURRENT APPLICATION NUMBER: US/10/019, 783 
CURRENT FILING DATE: 2002-01-04 

PRIOR APPLICATION NUMBER: PCT/JP00/04425 

PRIOR FILING DATE: 2000-07-04 

PRIOR APPLICATION NUMBER: JP 11/190318 

PRIOR FILING DATE: 1999-07-05 

NUMBER OF SEQ ID: 37 

SOFTWARE: Patentln version 3.1 



ERRORED SEQUENCES 

908 <210> SEQ ID NO: 32.4-0+1 

909 <211> LENGTH: 24 

910 <212> TYPE: DNA 

911 <213> ORGANISM: Primer for Fragment C 
E--> 912 <4 00> SEQUENCE: 32 

914 tctgggatct cagtgcatcc aaca 24 

£j|<LX917 <210> SEQ ID NO: 33 
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